
OrthoDB bonus
Browsing OrthoDB - finding what you need!

*Required

1. (1) If you wanted to build a species phylogeny of the primates instead of a single gene tree
(e.g. peroxidasin example) you would need as many universal single-copy primate
orthologues as possible - how many such orthologous groups are predicted by OrthoDB?
*
Mark only one oval.

 22583 groups Skip to question 2.

 7846 groups Skip to question 2.

 5813 groups Skip to question 3.

 4489 groups Skip to question 2.

Are you sure?
Check the following search options and try again

Use OrthoDB search and filtering options to find answers to
the following questions.

[1] Make sure the 'Text search' box is clear (in order to return
all groups)

[2] Make sure you have only the primates node (20 species)
selected



2. (1) How many universal single-copy primate orthologous groups are predicted by
OrthoDB? *
Mark only one oval.

 22583 groups Skip to question 2.

 7846 groups Skip to question 2.

 5813 groups Skip to question 3.

 4489 groups Skip to question 2.

Correct: 5813 universal single-copy OGs

[3] Make sure both your phyloprofile filters are correct to select
orthologous groups with single-copy orthologues in all
species



3. (2) What is the ENSEMBL gene identifier for the mouse (Mus musculus) orthologue of
human nitric oxide synthase 1 (NOS1, ENSG00000089250) *
Mark only one oval.

 ENSMUSG00000061578 Skip to question 4.

 ENSMUSG00000029361 Skip to question 5.

 ENSMUSG00000032898 Skip to question 4.

 ENSMUSG00000029359 Skip to question 4.

Are you sure?

[1] Searching with gene IDs is usually better than with gene
names as IDs are generally more likely to be unique, so use:
ENSG00000089250

[2] Make sure you selected human and mouse

[3] You will need to expand (click on chevrons) the mouse gene
annotation to access cross-references to other databases and
find the ENSEMBL gene ID



4. (2) What is the ENSEMBL gene identifier for the mouse (Mus musculus) orthologue of
human nitric oxide synthase 1 (NOS1, ENSG00000089250) *
Mark only one oval.

 ENSMUSG00000061578 Skip to question 4.

 ENSMUSG00000029361 Skip to question 5.

 ENSMUSG00000032898 Skip to question 4.

 ENSMUSG00000029359 Skip to question 4.

Correct: ENSMUSG00000029361

5. (3) Amongst the 23 ray-finned fishes (actinopterygii), which species appears to have 2 full-
length orthologues of this NOS1 gene? *
Mark only one oval.

 Danio rerio (Zebrafish) Skip to question 6.

 Scleropages formosus (Asian bonytongue) Skip to question 6.

 Cynoglossus semilaevis (Tongue sole) Skip to "Correct: Cynoglossus semilaevis
(Tongue sole)."

 Tetraodon nigroviridis (Spotted green pufferfish) Skip to question 6.

Are you sure?

[4] Note the ENSEMBL logo to help you locate the ENSEMBL
gene ID for the mouse orthologue

[1] By selecting the 'Actinopterygii' node on the species
selector tree you can add all 23 species to your search
selection (note that by doing so the Last Common Ancestor
node will switch to 'Vertebrata')



[2] By scrolling down through the fish orthologues you will see
only 2 species that have 2 orthologues predicted. By checking
the lengths of the proteins however, you will see that the S.
formosus proteins are much shorter (see exclamation marks !!
indicating more than 2 standard deviations shorter than the
median orthologue length, so they are likely truncated
annotations). The C. semilaevis proteins however both appear
to be full length orthologues.



6. (3) Amongst the 23 ray-finned fishes (actinopterygii), which species appears to have 2 full-
length orthologues of this NOS1 gene? *
Mark only one oval.

 Danio rerio (Zebrafish) Skip to question 6.

 Scleropages formosus (Asian bonytongue) Skip to question 6.

 Cynoglossus semilaevis (Tongue sole) Skip to "Correct: Cynoglossus semilaevis
(Tongue sole)."

 Tetraodon nigroviridis (Spotted green pufferfish) Skip to question 6.

Correct: Cynoglossus semilaevis (Tongue sole)

C. semilaevis has 2 orthologues (1424 and 1426 amino acids),
the only other fish with 2 orthologues is S. formosus but these
appear to be truncated annotations (494 and 245 amino acids).



Skip to "Submit to conclude this exercise."

That's it for now ... click NEXT to finish. Any questions? We're
here to help!
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