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Arthropod Evolutionary Genomics
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Comparative genomics to bring an evolutionary perspective
to understanding the genome biology of arthropod diversity
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Orthology: OrthoDB

The Hierarchical Catalogue of Orthologues
http://www.orthodb.org

Quality: BUSCO

Benchmarking Universal Single-Copy Orthologues
http://busco.ezlab.org
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9:00-12:00

Lecture: Orthology: concepts and methods
short break
Lecture: Assessing genomics data quality with BUSCO
coffee break 10:30-10:45 (ish)
Lecture: Arthropod comparative genomics with OrthoDB and BUSCO
Lunch break 12:00-13:00 (on your own)

13:00-17:00

Practical #1: BUSCO Genomes
Practical #2: Phylogenetics to Phylogenomics
Practical #3: Gene Family Evolution
coffee break 15:30-15:45 (ish)
Practical #4: Gene Family Evolution 11
Bonus practicals: BUSCO, OrthoDB, Orthology



